[bookmark: _GoBack]Stock structure of Amblygaster sirm (Walbaum, 1792) distributed in the coastal waters in Sri Lanka
Evaluated partial Cytochrome b (cyt-b) gene sequences of mitochondrial DNA (mtDNA) for determine the genetic variation and stock structure of A. sirm population in coasts in Sri Lanka. Nucleotide level variations and single nucleotide mutations occur among individuals. Single nucleotide mutations were showed in individuals regardless of the region they collected. This clearly implies that the A. sirm population in Sri Lanka is from the one stock and there is a mixing of population around the coastal waters regardless of the monsoon pattern. Indicated that no strong hydrographical or environmental factors acted as sub structuring force in the population of the ﬁsh. Finally conclude as a whole population of A. sirm distributed in coastal water in Sri Lanka as a single stock.
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Figure 1: Multiple sequence alignment of partial cytochrome-b (cyt-b) region of A. Sirm individuals collected from Sri Lankan coastal waters

image1.png
Speces/abbry l w l

1. Anparat
2 Anpara2

3 Ampara3

4 Amparat

5. AmpareS
6.Chiawt

7. Chiaw2.
8.Chiaws

5. Chiaws
10.Chiaws

11. Baticaoa!

12 Baticaoa?

13, Baticaoa3

14, Baticaoat

15, Baticaoes

16, Mannar |

17, Mannar2

18, Mannar 3

19 Mannar ¢

120, Mamnar s

21, Mirssa 1

22 Miissa2

23 Mirssa 3

2 Miissa ¢

25 Miissa s

12 Hambarifota |
2. Hanbaninota 2
28 Hanbanitota 3
29 Hanbanitota ¢
30, Hambanthota
31, Baticaoa 1
32 Baticaa 2
33, Baticaa 3
34, Baticaoa
35, Baticaa
36, Wulatv 1

37, Hultvy 2

38, Wultvy 3

Figure 3: Multiple sequence alignment results of MEGA v5
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